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<160> 48 

<170> MS Word 



<210> 1 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 1 

actgatcttc accaaacgta tta 



<210> 2 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 2 

tgcatatctg tctgtccaca gg 



1 



<210> 3 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 3 

gagcttcaac aggggagggg gaggaggatc aactgatctt caccaaac 48 



<210> 4 

<211> 50 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 4 

ctaggactgg attcaacggg gggaggagga tcaactgatc ttcaccaaac 50 



<210> 5 

<211> 49 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 5 

cagaagagga tctgaatggg ggaggagggt ccactgtggc tgcaccatc 49 



<210> 6 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 6 

tcccctgttg aagctctttg tg 



<210> 7 

<211> 40 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 



2 



<400> 7 

cagaagagga tctgaatggg ggaggagggt ccggaaaacc 40 



<210> 8 

<211> 27 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 8 

gctacgttga atccagtcct aggagag 27 



<210> 9 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 9 

catattgtcg ttagaacgcg gc 22 



<210> 10 

<211> 58 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 10 

attcagatcc tcttctgaga tgagtttttg ttcctcgagc atggtagatc ctgtttcc 58 



<210> 11 

<211> 42 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 11 

cgatacctag cgttcggatc catattgtcg ttagaacgcg gc 42 



<210> 12 

<211> 1788 

<212> DNA 

<213> Artificial sequence 



3 



<220> 

<223> DNA construct 



<400> 12 

catattgtcg ttagaacgcg gctacaatta atacataacc ttatgtatca tacacatacg 60 

atttaggtga cactatagaa tacaagctta ctccccatcc ccctgttgac aattaatcat 120 

ggctcgtata atgtgtggaa ttgtgagcgg ataacaattt cacacaggaa acaggatcta 180 

ccatgctcga ggaacaaaaa ctcatctcag aagaggatct gaatggggga ggagggtcca 240 

ctgtggctgc accatctgtc ttcatcttcc cgccatctga tgagcagttg aaatctggaa 300 

ctgcctctgt tgtgtgcctg ctgaataact tctatcccag agaggccaaa gtacagtgga 360 

aggtggataa cgccctccaa tcgggtaact cccaggagag tgtcacagag caggacagca 42 0 

aggacagcac ctacagcctc agcaacaccc tgacgctgag caaagcagac tacgagaaac 480 

acaaagtcta cgcctgcgaa gtcacccatc agggcctgag ctcgcccgtc acaaagagct ' 540 

tcaacagggg agggggagga ggatcaactg atcttcacca aacgtattac cgccaggtaa 600 

agaacccgaa tccggtgttc actccccgtg aaggtgccgg aacgccgaag ttccgcgaaa 660 

aaccgatgga aaaggcggtg ggcctcacct cccgttttga tttcgccatt catgtggcgc 720 

atgcccgttc ccgtggtctg cgtcggcgca tgccaccggt gctgcgtcga cgggctattg 780 

atgcgctgct gcaggggctg tgtttccact atgacccgct ggccaaccgc gtccagtgtt 840 

ccatcaccac actggccatt gagtgcggac tggcgacaga gtccggtgca ggaaaactct 900 

ccatcacccg tgccacccgg gccctgacgt tcctgtcaga gctgggactg attacctacc 960 

agacggaata tgacccgctt atcgggtgct acattccgac cgacatcacg ttcacactgg 102 0 

ctctgtttgc tgcccttgat gtgtctgagg atgcagtggc agctgcgcgc cgcagtcgtg 1080 

ttgaatggga aaacaaacag cgcaaaaagc aggggctgga taccctgggt atggatgagc 1140 

tgatagcgaa agcctggcgt tttgtgcgtg agcgtttccg cagttaccag acagagcttc 12 00 

agtcccgtgg aataaaacgt gcccgtgcgc gtcgtgatgc gaacagagaa cgtcaggata 1260 

tcgtcaccct agtgaaacgg cagctgacgc gtgaaatctc ggaaggacgc ttcactgcta 1320 

atggtgaggc ggtaaaacgc gaagtggagc gtcgtgtgaa ggagcgcatg attctgtcac 1380 

gtaaccgcaa ttacagccgg ctggccacag cttctccctg aaagtgatct cctcagaata 1440 

atccggcctg cgccggaggc atccgcacgc ctgaagcccg ccggtgcaca aaaaaacagc 1500 

gtcgcatgca aaaaacaatc tcatcatcca ccttctggag catccgattc cccctgtttt 1560 

taatacaaaa tacgcctcag cgacggggaa ttttgcttat ccacatttaa ctgcaaggga 1620 

cttccccata aggttacaac cgttcatgtc ataaagcgcc agccgccagt cttacagggt 1680 

gcaatgtatc ttttaaacac ctgtttatat ctcctttaaa ctacttaatt acattcattt 1740 

aaaaagaaaa cctattcact gcctgtcctg tggacagaca gatatgca 1788 



60 



<210> 13 
<211> 1518 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA construct 
<400> 13 

catattgtcg ttagaacgcg gctacaatta atacataacc ttatgtatca tacacatacg 
atttaggtga cactatagaa tacaagctta ctccccatcc ccctgttgac aattaatcat 120 
ggctcgtata atgtgtggaa ttgtgagcgg ataacaattt cacacaggaa acaggatcta 180 
ccatgctcga ggaacaaaaa ctcatctcag aagaggatct gaatggggga ggagggtccg 240 
gaaaacctat cccaaaccct ctcctaggac tggattcaac ggggggagga ggatcaactg 300 
atcttcacca aacgtattac cgccaggtaa agaacccgaa tccggtgttc actccccgtg 360 
aaggtgccgg aacgccgaag ttccgcgaaa aaccgatgga aaaggcggtg ggcctcacct 420 
cccgttttga tttcgccatt catgtggcgc atgcccgttc ccgtggtctg cgtcggcgca 480 
tgccaccggt gctgcgtcga cgggctattg atgcgctgct gcaggggctg tgtttccact 540 
atgacccgct ggccaaccgc gtccagtgtt ccatcaccac actggccatt gagtgcggac 600 
tggcgacaga gtccggtgca ggaaaactct ccatcacccg tgccacccgg gccctgacgt 660 



4 



tcctgtcaga gctgggactg attacctacc agacggaata tgacccgctt atcgggtgct 720 

acattccgac cgacatcacg ttcacactgg ctctgtttgc tgcccttgat gtgtctgagg 780 

atgcagtggc agctgcgcgc cgcagtcgtg ttgaatggga aaacaaacag cgcaaaaagc 840 

aggggctgga taccctgggt atggatgagc tgatagcgaa agcctggcgt tttgtgcgtg 900 

agcgtttccg cagttaccag acagagcttc agtcccgtgg aataaaacgt gcccgtgcgc 960 

gtcgtgatgc gaacagagaa cgtcaggata tcgtcaccct agtgaaacgg cagctgacgc 1020 

gtgaaatctc ggaaggacgc ttcactgcta atggtgaggc ggtaaaacgc gaagtggagc 1080 

gtcgtgtgaa ggagcgcatg attctgtcac gtaaccgcaa ttacagccgg ctggccacag 1140 

cttctccctg aaagtgatct cctcagaata atccggcctg cgccggaggc atccgcacgc 12 00 

ctgaagcccg ccggtgcaca aaaaaacagc gtcgcatgca aaaaacaatc tcatcatcca 12 60 

ccttctggag catccgattc cccctgtttt taatacaaaa tacgcctcag cgacggggaa 1320 

ttttgcttat ccacatttaa ctgcaaggga cttccccata aggttacaac cgttcatgtc 1380 

ataaagcgcc agccgccagt cttacagggt gcaatgtatc ttttaaacac ctgtttatat 1440 

ctcctttaaa ctacttaatt acattcattt aaaaagaaaa cctattcact gcctgtcctg 1500 

tggacagaca gatatgca 1518 



<210> 14 

<211> 38 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Estrogen Receptor Target Recognition Sequence 
<400> 14 

tcaggtcaga gtgacctgag ctaaaataac acattcag 38 



<210> 15 

<211> 828 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> repA sequence 
<220> 

<221> CDS 

<222> <1)..(828) 

<223> 



<400> 15 

atg gta aag aac ccg aat ccg gtg ttc act ccc cgt gaa ggt gcc gga 48 

Met Val Lys Asn Pro Asn Pro Val Phe Thr Pro Arg Glu Gly Ala Gly 
15 10 15 

acg ccg aag ttc cgc gaa aaa ccg atg gaa aag gcg gtg ggc etc acc 96 

Thr Pro Lys Phe Arg Glu Lys Pro Met Glu Lys Ala Val Gly Leu Thr 
20 25 30 

tec cgt ttt gat ttc gcc att cat gtg gcg cat gcc cgt tec cgt ggt 144 

Ser Arg Phe Asp Phe Ala lie His Val Ala His Ala Arg Ser Arg Gly 
35 40 45 
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ctg cgt egg cgc atg cca ccg gtg ctg cgt cga egg get att gat gcg 192 
Leu Arg Arg Arg Met Pro Pro Val Leu Arg Arg Arg Ala lie Asp Ala 
50 55 60 

ctg ctg cag ggg ctg tgt ttc cac tat gac ccg ctg gec aac cgc gtc 240 
Leu Leu Gin Gly Leu Cys Phe His Tyr Asp Pro Leu Ala Asn Arg Val 
65 70 75 80 

cag tgt tec ate acc aca ctg gec att gag tgc gga ctg gcg aca gag 288 
Gin Cys Ser lie Thr Thr Leu Ala lie Glu Cys Gly Leu Ala Thr Glu 
85 90 95 

tec ggt gca gga aaa etc tec ate acc cgt gee acc egg gec ctg acg 336 
Ser Gly Ala Gly Lys Leu Ser lie Thr Arg Ala Thr Arg Ala Leu Thr 
100 105 110 

ttc ctg tea gag ctg gga ctg att acc tac cag acg gaa tat gac ccg 384 
Phe Leu Ser Glu Leu Gly Leu lie Thr Tyr Gin Thr Glu Tyr Asp Pro 
115 120 125 

ctt ate ggg tgc tac att ccg acc gac ate acg ttc aca ctg get ctg 432 
Leu lie Gly Cys Tyr lie Pro Thr Asp lie Thr Phe Thr Leu Ala Leu 
130 135 140 

ttt get gec ctt gat gtg tct gag gat gca gtg gca get gcg cgc cgc 480 
Phe Ala Ala Leu Asp Val Ser Glu Asp Ala Val Ala Ala Ala Arg Arg 
145 150 155 160 

agt cgt gtt gaa tgg gaa aac aaa cag cgc aaa aag cag ggg ctg gat 528 
Ser Arg Val Glu Trp Glu Asn Lys Gin Arg Lys Lys Gin Gly Leu Asp 
165 170 175 

acc ctg ggt atg gat gag ctg ata gcg aaa gee tgg cgt ttt gtg cgt 576 
Thr Leu Gly Met Asp Glu Leu lie Ala Lys Ala Trp Arg Phe Val Arg 
180 185 190 

gag cgt ttc cgc agt tac cag aca gag ctt cag tec cgt gga ata aaa 624 
Glu Arg Phe Arg Ser Tyr Gin Thr Glu Leu Gin Ser Arg Gly lie Lys 
195 200 205 

cgt gee cgt gcg cgt cgt gat gcg aac aga gaa cgt cag gat ate gtc 672 
Arg Ala Arg Ala Arg Arg Asp Ala Asn Arg Glu Arg Gin Asp lie Val 
210 215 220 

acc eta gtg aaa egg cag ctg acg cgt gaa ate teg gaa gga cgc ttc 720 
Thr Leu Val Lys Arg Gin Leu Thr Arg Glu lie Ser Glu Gly Arg Phe 
225 230 235 240 

act get aat ggt gag gcg gta aaa cgc gaa gtg gag cgt cgt gtg aag 768 
Thr Ala Asn Gly Glu Ala Val Lys Arg Glu Val Glu Arg Arg Val Lys 
245 250 255 

gag cgc atg att ctg tea cgt aac cgc aat tac age egg ctg gee aca 816 
Glu Arg Met He Leu Ser Arg Asn Arg Asn Tyr Ser Arg Leu Ala Thr 
260 265 270 



6 



get tct ccc tga 828 
Ala Ser Pro 



275 




























<210> 16 
<211> 275 
<212> PRT 

<213> Artificial sequence 




















<220> 

<223> repA 


sequence 






















<400> 16 
Met Val Lys 
1 


Asn 


Pro 
5 


Asn 


Pro 


Val 


Phe 


Thr 
10 


Pro 


Arg 


Glu 


Gly Ala 
15 


Gly 


Thr Pro Lys 


Phe 
20 


Arg 


Glu 


Lys 


Pro 


Met 
25 


Glu 


Lys 


Ala 


Val 


Gly Leu 
30 


Thr 


Ser Arg Phe 
35 


Asp 


Phe 


Ala 


He 


His 
40 


Val 


Ala 


His 


Ala 


Arg 
45 


Ser 


Arg 


Gly 


Leu Arg Arg 
50 


Arg 


Met 


Pro 


Pro 
55 


Val 


Leu 


Arg 


Arg 


Arg 
60 


Ala 


He 


Asp 


Ala 


Leu Leu Gin 
65 


Gly 


Leu 


Cys 
70 


Phe 


His 


Tyr 


Asp 


Pro 
75 


Leu 


Ala 


Asn 


Arg 


Val 
80 


Gin Cys Ser 


He 


Thr 
85 


Thr 


Leu 


Ala 


He Glu Cys Gly Leu Ala Thr 
90 95 


Glu 


Ser Gly Ala 


Gly 
100 


Lys 


Leu 


Ser 


He 


Thr 
105 


Arg 


Ala 


Thr 


Arg 


Ala 
110 


Leu 


Thr 


Phe Leu Ser 
115 


Glu 


Leu 


Gly 


Leu 


He 
120 


Thr 


Tyr 


Gin 


Thr 


Glu 
125 


Tyr 


Asp 


Pro 


Leu lie Gly 
130 


Cys 


Tyr 


He 


Pro 
135 


Thr 


Asp 


He 


Thr 


Phe 
140 


Thr 


Leu 


Ala 


Leu 


Phe Ala Ala 
145 


Leu 


Asp 


Val 
150 


Ser 


Glu 


Asp 


Ala 


Val 
155 


Ala 


Ala 


Ala 


Arg 


Arg 
160 


Ser Arg Val 


Glu 


Trp 
165 


Glu 


Asn 


Lys 


Gin 


Arg 
170 


Lys 


Lys 


Gin 


Gly Leu 
175 


Asp 


Thr Leu Gly 


Met 
180 


Asp 


Glu 


Leu 


He 


Ala 
185 


Lys 


Ala 


Trp 


Arg 


Phe 
190 


Val 


Arg 


Glu Arg Phe 
195 


Arg 


Ser 


Tyr 


Gin 


Thr 
200 


Glu 


Leu 


Gin 


Ser 


Arg 
205 


Gly 


He 


Lys 


Arg Ala Arg 


Ala 


Arg 


Arg 


Asp 


Ala 


Asn 


Arg 


Glu 


Arg 


Gin 


Asp 


He 


Val 



210 215 220 
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Thr Leu Val 
225 



Lys Arg Gin Leu Thr Arg Glu lie Ser Glu Gly Arg Phe 
230 235 240 



Thr Ala Asn 



Gly Glu Ala Val Lys Arg Glu Val Glu Arg Arg Val Lys 
245 250 255 



Glu Arg Met 



lie Leu Ser Arg Asn Arg Asn Tyr Ser Arg Leu Ala Thr 
260 265 270 



Ala Ser Pro 
275 



<210> 17 
<211> 172 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> CIS DNA element 
<400> 17 

aagtgatctc ctcagaataa tccggcctgc gccggaggca tccgcacgcc tgaagcccgc 60 
cggtgcacaa aaaaacagcg tcgcatgcaa aaaacaatct catcatccac cttctggagc 12 0 
atccgattcc ccctgttttt aatacaaaat acgcctcagc gacggggaat tt 172 



<210> 18 

<211> 195 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> ori sequence 



<210> 19 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 19 

aattccccgt cgctgaggcg 20 



<210> 20 
<211> 20 
<212> DNA 



<400> 18 



tgcttatcca catttaactg caagggactt 
aagcgccagc cgccagtctt acagggtgca 
ctttaaacta cttaattaca ttcatttaaa 
acagacagat atgca 



ccccataagg ttacaaccgt tcatgtcata 
atgtatcttt taaacacctg tttatatctc 
aagaaaacct attcactgcc tgtcctgtgg 



60 
120 
180 
195 
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<213> Artificial sequence 



<220> 

<223> Primer 
<400> 20 

cgtaagccgg tactgattga 



<210> 21 

<211> 110 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 



<400> 21 

cacaggaaac aggatctacc atggccggaa aacctatccc aaaccctctc ctaggactgg 60 
attcaacggg gggaggagga tcagcggccg caactgatct tcaccaaacg 110 



<210> 22 

<211> 106 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 



<220> 

<221> misc_f eature 

<222> (29) . . (30) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (32) . . (33) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (35).. (36) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (38).. (39) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (41).. (42) 

<223> n = a, g, c or t 

<220> 
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<221> misc_f eature 

<222> (44).. (45) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (47).. (48) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (50).. (51) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (53) . . (54) 

<223> n = a, g, c or t 

<220> 

< 2 2 1 > mi sc_f eature 

<222> (56).. (57) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (59).. (60) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (62).. (63) 

<223> n = a, g, c or t 

<400> 22 

cacacaggaa acaggatcta ccatggccnn bnnbnnbnnb nnbnnbnnbn nbnnbnnbnn 
bnnbggggga ggaggatcag cggccgcaac tgatcttcac caaacg 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 23 

cagttgatcg gcgcgagatt 



<210> 24 

<211> 2390 

<212> DNA 

<213> Artificial sequence 
<220> 



10 



<223> TAC-V5-REPA-CIS-ORI-408 construct 



<400> 24 

cagttgatcg gcgcgagatt taatcgccgc gacaatttgc gacggcgcgt gcagggccag 60 

actggaggtg gcaacgccaa tcagcaacga ctgtttgccc gccagttgtt gtgccacgcg 120 

gttgggaatg taattcagct ccgccatcgc cgcttccact ttttcccgcg ttttcgcaga 180 

aacgtggctg gcctggttca ccacgcggga aacggtctga taagagacac cggcatactc 240 

tgcgacatcg tataacgtta ctggtttcac attcaccacc ctgaattgac tctcttccgg 300 

gcgctatcat gccataccgc gaaaggtttt gcaccattcg gctagcgatg accctgctga 360 

ttggttcgct gaccatttcc ggggtgcgga acggcgttac cagaaactca gaaggttcgt 420 

ccaaccaaac cgactctgac ggcagtttac gagagagatg atagggtctg cttcagtaag 480 

ccagatgcta cacaattagg cttgtacata ttgtcgttag aacgcggcta caattaatac 540 

ataaccttat gtatcataca catacgattt aggtgacact atagaataca agcttactcc 600 

ccatccccct gttgacaatt aatcatggct cgtataatgt gtggaattgt gagcggataa 660 

caatttcaca caggaaacag gatctaccat ggccggaaaa cctatcccaa accctctcct 720 

aggactggat tcaacggggg gaggaggatc agcggccgca actgatcttc accaaacgta 780 

ttaccgccag gtaaagaacc cgaatccggt gtttacaccc cgtgaaggtg caggaacgct 840 

gaagttctgc gaaaaactga tggaaaaggc ggtgggcttc acttcccgtt ttgatttcgc 900 

cattcatgtg gcgcatgccc gttcgcgtgg tctgcgtcga cgcatgccac cagtgctgcg 960 

tcgacgggct attgatgcgc tcctgcaggg gctgtgtttc cactatgacc cgctggccaa 1020 

ccgcgtccag tgctccatca ccacgctggc cattgagtgc ggactggcga cggagtctgc 1080 

tgccggaaaa ctctccatca cccgtgccac ccgggccctg acgttcctgt cagagctggg 1140 

actgattacc taccagacgg aatatgaccc gcttatcggg tgctacattc cgaccgatat 1200 

cacgttcaca tctgcactgt ttgctgccct cgatgtatca gaggaggcag tggccgccgc 1260 

gcgccgcagc cgtgtggtat gggaaaacaa acaacgcaaa aagcaggggc tggataccct 132 0 

gggcatggat gaactgatag cgaaagcctg gcgttttgtt cgtgagcgtt ttcgcagtta 1380 

tcagacagag cttaagtccc ggggaataaa gcgtgcccgt gcgcgtcgtg atgcggacag 1440 

ggaacgtcag gatattgtca ccctggtgaa acggcagctg acgcgcgaaa tcgcggaagg 1500 

gcgcttcact gccaatcgtg aggcggtaaa acgcgaagtt gagcgtcgtg tgaaggagcg 1560 

catgattctg tcacgtaacc gtaattacag ccggctggcc acagcttccc cctgaaagtg 1620 

acctcctctg aataatccgg cctgcgccgg aggcttccgc acgtctgaag cccgacagcg 1680 

cacaaaaaat cagcaccaca tacaaaaaac aacctcatca tccagcttct ggtgcatccg 1740 

gccccccctg ttttcgatac aaaacacgcc tcacagacgg ggaattttgc ttatccacat 1800 

taaactgcaa gggacttccc cataaggtta caaccgttca tgtcataaag cgccatccgc 1860 

cagcgttaca gggtgcaatg tatcttttaa acacctgttt atatctcctt taaactactt 1920 

aattacattc atttaaaaag aaaacctatt cactgcctgt cctgtggaca gacagatatg 1980 

cacctcccac cgcaagcggc gggcccctac cggagccgct ttagttacaa cactcagaca 2040 

caaccaccag aaaaaccccg gtccagcgca gaactgaaac cacaaagccc ctccctcata 2100 

actgaaaagc ggccccgccc cggcccgaag ggccggaaca gagtcgcttt taattatgaa 2160 

tgttgtaact acttcatcat cgctgtcagt cttctcgctg gaagttctca gtacacgctc 2220 

gtaagcggcc ctgacggccc gctaacgcgg agatacgccc cgacttcggg taaaccctcg 2280 

tcgggaccac tccgaccgcg cacagaagct ctctcatggc tgaaagcggg tatggtctgg 2340 

cagggctggg gatgggtaag gtgaaatcta tcaatcagta ccggcttacg 23 90 

<210> 25 
<211> 2384 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> TAC-NNB-REPA-CIS-ORI-408 construct 
<220> 

<221> misc_f eature 
<222> (695) . . (696) 
<223> n = a, g, c or t 

11 



<220> 

<221> misc_f eature 

<222> (698) . . (699) 

<223> n = a, g, c or t 

<220> 

< 2 2 1 > mi sc_f eature 
<222> (701) . . (702) 
<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (704) . . (705) 

<223> n = a, g, c or t 

<220> 

<221> misc_feature 

<222> (707) . . (708) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (710) . . (711) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (713) . . (714) 

<223> n = a, g, c or t 

<220> 

<221> misc_feature 

<222> (716) . . (717) 

<223> n = a, g, c or t 

<220> 

< 2 2 1 > mi sc_f eature 
<222> (719) . . (720) 
<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (722) . . (723) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (725) . . (726) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (728) . . (729) 

<223> n = a, g, c or t 

<400> 25 
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cagttgatcg gcgcgagatt taatcgccgc gacaatttgc gacggcgcgt gcagggccag 60 

actggaggtg gcaacgccaa tcagcaacga ctgtttgccc gccagttgtt gtgccacgcg 120 

gttgggaatg taattcagct ccgccatcgc cgcttccact ttttcccgcg ttttcgcaga 180 

aacgtggctg gcctggttca ccacgcggga aacggtctga taagagacac cggcatactc 240 

tgcgacatcg tataacgtta ctggtttcac attcaccacc ctgaattgac tctcttccgg 300 

gcgctatcat gccataccgc gaaaggtttt gcaccattcg gctagcgatg accctgctga 3 60 

ttggttcgct gaccatttcc ggggtgcgga acggcgttac cagaaactca gaaggttcgt 420 

ccaaccaaac cgactctgac ggcagtttac gagagagatg atagggtctg cttcagtaag 480 

ccagatgcta cacaattagg cttgtacata ttgtcgttag aacgcggcta caattaatac 540 

ataaccttat gtatcataca catacgattt aggtgacact atagaataca agcttactcc 600 

ccatccccct gttgacaatt aatcatggct cgtataatgt gtggaattgt gagcggataa 660 

caatttcaca caggaaacag gatctaccat ggccnnbnnb nnbnnbnnbn nbnnbnnbnn 720 

bnnbnnbnnb gggggaggag gatcagcggc cgcaactgat cttcaccaaa cgtattaccg 780 

ccaggtaaag aacccgaatc cggtgtttac accccgtgaa ggtgcaggaa cgctgaagtt 840 

ctgcgaaaaa ctgatggaaa aggcggtggg cttcacttcc cgttttgatt tcgccattca 900 

tgtggcgcat gcccgttcgc gtggtctgcg tcgacgcatg ccaccagtgc tgcgtcgacg 960 

ggctattgat gcgctcctgc aggggctgtg tttccactat gacccgctgg ccaaccgcgt 1020 

ccagtgctcc atcaccacgc tggccattga gtgcggactg gcgacggagt ctgctgccgg 1080 

aaaactctcc atcacccgtg ccacccgggc cctgacgttc ctgtcagagc tgggactgat 1140 

tacctaccag acggaatatg acccgcttat cgggtgctac attccgaccg atatcacgtt 1200 

cacatctgca ctgtttgctg ccctcgatgt atcagaggag gcagtggccg ccgcgcgccg 1260 

cagccgtgtg gtatgggaaa acaaacaacg caaaaagcag gggctggata ccctgggcat 132 0 

ggatgaactg atagcgaaag cctggcgttt tgttcgtgag cgttttcgca gttatcagac 1380 

agagcttaag tcccggggaa taaagcgtgc ccgtgcgcgt cgtgatgcgg acagggaacg 1440 

tcaggatatt gtcaccctgg tgaaacggca gctgacgcgc gaaatcgcgg aagggcgctt 1500 

cactgccaat cgtgaggcgg taaaacgcga agttgagcgt cgtgtgaagg agcgcatgat 1560 

tctgtcacgt aaccgtaatt acagccggct ggccacagct tccccctgaa agtgacctcc 1620 

tctgaataat ccggcctgcg ccggaggctt ccgcacgtct gaagcccgac agcgcacaaa 1680 

aaatcagcac cacatacaaa aaacaacctc atcatccagc ttctggtgca tccggccccc 1740 

cctgttttcg atacaaaaca cgcctcacag acggggaatt ttgcttatcc acattaaact 1800 

gcaagggact tccccataag gttacaaccg ttcatgtcat aaagcgccat ccgccagcgt 1860 

tacagggtgc aatgtatctt ttaaacacct gtttatatct cctttaaact acttaattac 1920 

attcatttaa aaagaaaacc tattcactgc ctgtcctgtg gacagacaga tatgcacctc 1980 

ccaccgcaag cggcgggccc ctaccggagc cgctttagtt acaacactca gacacaacca 2040 

ccagaaaaac cccggtccag cgcagaactg aaaccacaaa gcccctccct cataactgaa 2100 

aagcggcccc gccccggccc gaagggccgg aacagagtcg cttttaatta tgaatgttgt 2160 

aactacttca tcatcgctgt cagtcttctc gctggaagtt ctcagtacac gctcgtaagc 2220 

ggccctgacg gcccgctaac gcggagatac gccccgactt cgggtaaacc ctcgtcggga 2280 

ccactccgac cgcgcacaga agctctctca tggctgaaag cgggtatggt ctggcagggc 2340 

tggggatggg taaggtgaaa tctatcaatc agtaccggct tacg 2384 



<210> 26 

<211> 26 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 26 

ccccatcccc ctgttgacaa ttaatc 26 



<210> 27 
<211> 22 
<212> DNA 
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<213> Artificial sequence 



<220> 

<223> Primer 
<400> 27 

ggtagatcct gtttcctgtg tg 



<210> 28 

<211> 110 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<220> 

<2 2 1> mi sc_f eature 

<222> (37).. (38) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (40).. (41) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (43).. (44) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (46).. (47) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (49).. (50) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (52).. (53) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (55).. (56) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (58) . . (59) 

<223> n = a, g, c or t 



<220> 

<221> misc_f eature 

<222> (61).. (62) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (64).. (65) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (67).. (68) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (70).. (71) 

<223> n = a, g, c or t 

<220> 

<2 2 1> misc_f eature 

<222> (73).. (74) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (76).. (77) 

<223> n = a, g, c or t 

<220> 

<221> mi sc__f eature 

<222> (79) . . (80) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (82).. (83) 

<223> n = a, g, c or t 

<220> 

<221> misc_f eature 

<222> (85).. (86) 

<223> n = a, g, c or t 

<220> 

<221> mi sc_f eature 

<222> (88).. (89) 

<223> n = a, g, c or t 

<400> 28 

acataccgtc atgcggccgc tgatcctcct 
nnvnnvnnvn nvnnvnnvnn vnnvnnvnng 



cccccvnnvn nvnnvnnvnn vnnvnnvnnv 
gccatggtag atcctgtttc 



<210> 29 
<211> 49 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<400> 29 

ctggagatgg catcaagggc cccaactgat cttcaccaaa cgtattacc 



<210> 30 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 30 

ggcgctatca tgccataccg 

<210> 31 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 31 

accattcggc tagcgatgac 

<210> 32 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 32 

ggtgaagatc agttgcggcc gctgatcctc etc 



<210> 33 

<211> 22. 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 33 

gattggttcg ctgaccattt cc 
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<210> 34 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 34 

cggcgttacc agaaactcag a 



<210> 35 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 35 

aaccgactct gacggcagtt 



<210> 


36 


<211> 


18 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Peptide 


<400> 


36 



Cys Gly Cys Pro Thr Met Ala Ala Arg Val Arg Pro Val Leu Asn Ser 
15 10 15 

Lys His 



<210> 37 
<211> 11 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide 
<400> 37 

Met Thr Thr Val Pro Val Leu Met He Ser Val 
15 10 



<210> 38 
<211> 18 
<212> PRT 
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<213> Artificial sequence 
<220> 

<223> Peptide 
<400> 38 

Thr Leu Ser Thr Arg His His Asn Val lie Asp Arg Phe Asn Leu Arg 
15 10 15 

Asn Phe 



<210> 39 
<211> 18 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide 
<400> 39 

Ser lie Arg Thr Leu Thr Gly Ser Thr Pro Ala Gin Phe Asp Ala Thr 
15 10 15 

Ala Asp 



<210> 40 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide 
<400> 40 

Ala Asn Leu Trp Arg lie Val Leu His Gly Trp Trp 
15 10 



<210> 


41 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Peptide 


<400> 


41 



Val Ser Phe Met Leu Leu Gly Pro His Arg His Arg 
15 10 



<210> 42 
<211> 11 



18 



<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide 
<400> 42 

Leu Val Leu His Trp Leu Ser Leu Gly Ser Arg 
15 10 



<210> 43 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide 
<400> 43 

Ser Asn Gin Val Val Leu lie Leu His Leu Arg Pro 
15 10 



<210> 


44 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Peptide 


<400> 


44 



Ala Glu Ser Trp Leu His Gin Ser Trp lie His Leu 
15 10 



<210> 45 

<211> 42 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 45 

caggaaacag gatctaccat gctgcaggag tcaggacctg ag 



<210> 46 

<211> 53 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



sequence 
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<400> 46 

gtttggtgaa gatcagttga tcctcctccc ccccgctcga ggaagatgga tac 



53 



<210> 47 

<211> 53 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 47 

gtatccatct tcctcgagcg ggggggagga ggatcaactg atcttcacca aac 53 



<210> 48 

<211> 42 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 48 

ctcaggtcct gactcctgca gcatggtaga tcctgtttcc tg 42 
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